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Identification of a Dwarf Translocation Line T2DL - 2HS
from Wheat-Barley Descendants
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Abstract : Morphology ., cytology and STS, SSR markers were adopted to identify the dwarf line WB7-3 se-
lected from the progenies of common wheat cv. 7182 X two-rowed barley. The results showed that WB7-3
grew evenly presenting favorable agronomic traits and its plant height was very low;the chromosome num-
ber of WB7-3 in root tip cells was 42 with 21 bivalents observed in most PMC at M | ,and no fluorescence
signals appeared in genomic in situ hybridization (GISH) analysis using barley whole genome DNA; but
special strip of barley emerged in WB7-3 at STS marker ABC454-one specific STS primer from barley.
Meanwhile, the result of amplification using 210 SSR markers from wheat each chromosome was that all
strips of wheat emerged in WB7-3 except four markers (Xgdm35,Xgdm5,Xgwm261 and Xgwm455) which
from the short arm of 2D chromosome. It showed that WB7-3 was probably a 2DL./2HS small fragment
translocation line.
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Table 1 The agronomic characters of WB7-3 and its parents

i b i LIRS Y R N3 R AL TR
o~ . Plant height Panicles Spike length Spikelet Kernels Thousand-grain
The tested materials . o - !
/em per hill /em per spike per spike weight/g
7182 76.0 6.3 8.6 16. 2 45.8 42.2
KK KFE Two-rowed barley 88.4 9.2 5.5 30.2 26.5 53.5
WRB7-3 34.6 4.4 6.7 18.7 52.7 45.7

B 2 WB7-3 41 ] 2% % 45 R
ARG AR 8 (2n=42); B. ZE M B AN 0 T e iR M B (2n=2111) ; C. A 40 i e (0 1A A3 2 22 &

Fig. 2 Results of cytological identification

A. The chromosome number in root-tip cell(2n=42) ; B. Chromosome configuration of WB7-3

at PMC M [ (2n=211]]) ;C. Genomic in situ hybridization (GISH) analysis of WB7-3

rre—

B 1 WB7-3 & H A kR R X E
A %5 /NE 71825 B RFE K # ;C. WBT-3
Fig. 1 Comparison of plant type between
WRB7-3 and its parents
A. Common wheat 7182;B. Two-rowed barley; C: WB7-3
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M. DNA marker PUCI8; 1. 358 /838 7182;2. K E bk % ;3. WB7-3
Fig. 3 The amplification patterns of STSCA) and SSR markers (B~E)
M. DNA marker PUC18;1. Common wheat 7182;2. Two-rowed barley;3. WB7-3
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