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Taxonomic Status of Fauriella Besch. Inferred from
ITS,trnL-F and rps4 Gene Regions

LI Xiaoqin' s MA Jing',LI Min* , WANG Youfang'”
(1 School of Life Science, East China Normal University, Shanghai 200241, China;2 College of Life Science, Hebei Normal Univer-
sity, Shijiazhuang 050024, China)

Abstract: To clarify the obscured taxonomic status of Fauriella Besch. ,we carried out phylogenetic analy-
ses inferred from cp trnl-F,rps4 and nr ITS, with increased samples of Fauriella and related genera,and
Hookeria Sm. selected as outgroup. The phylogenetic trees were conducted by Bayesian analyses, ML ana-
lyses,and MP analyses. The results were as follows: (1) The final alignment used for phylogenetic analyses
contained 1 744 positions,including 747 nuclear region positions and 997 plastid positions; (2) There was no
significant topological conflict among the consensus trees, which showed that Fauriella clustered with the
members of Pylaisiadelphaceae and indicated that Fauriella should be put into Pylaisiadelphaceae; (3) The
relationship between Fauriella tenerrima Broth. and Fauriella tenuis (Mitt. ) Cardot is obscured; (4) 3
species of Myurella Bruch & Schimp. are clustered with the members of Plagiothecium Bruch &. Schimp. ,
which is congruent with the point that Myurella should be transferred to Plagiotheciaceae.
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Table 1 Voucher information and GenBank accession numbers for taxa sequenced

GenBank it 5t 5 Genbank accession number FrAsfE B
it Voucher of
Species .
ITS trnl-F rpsi specimen

T E T TE AR 70

JNHLYERE Fauriella tenerrima Broth, KF751623 KF772184 KF772176 Zhejiang. China. Daihua Wang70 (HSNU)
S T Ny , o [ T VE N AR 112

INHLPEEE F. tenerrima Broth, KF751624 KF772185 KF772177 Zhejiang. China. Daihua Wangl12 (HSNU)
- . . o [ L TE A4 664

INHLYESE F. tenerrima Broth, KF751625 KF772186 KF772178 Zhejiang. China. Daihua Wang664 (HSNU)
-, i i E S L F08117

INLYE#E E. tenerrima Broth, KF751622 KF772183 KF772175 Guizhot. China. s, n. 08117 (GACP)

T~ ) o . HA, /8 009

MPEEE Fauriella tenuis (Mitt, ) Cardot KF751626 KF772187 KF772179 Japan, Qin Zuo009 (HSNU)

. AP , , ‘ o 7 22 442

MIEHE E. tenuis (Mitt., ) Cardot KF751627 KF772188 KF772180 Guangsxi. China, Qin Zuod42 (HSNU)

. R B A B 1734

HMPEEE F. tenuis (Mitt, ) Cardot KF772190 KF772182 Guangxi» China, Qin Zuol734 (HSNU)

. R, ‘ 4 4 R A 5 141

MPEEE E. tenuis (Mitt, ) Cardot KF751628 KF772189 KF772181 Fujian, China. Wenying Wu 141 (HSNU)

K #E Heterocladium procurrens (Mitt, ) A, Jaeger FM16118 AY683587 — ITSs. n. (H; H3212289) 5 1rnl-F-vitt 35998 (MO)

M#E Hookeria lucens (Hedw. ) Sm. HM751394 AY908233 He S. & Song J. S. 00237 (MO)

PR » o .

R8¢ Isopterygium minutirameum (Mill. Hal.) AF469819 1QU65254 Streimann s, 0., (S:B53498)

A. Jaeger

S . . . . N N ITS-Merrill 13306 (BONN);

MR 8 Tsopterygium tenerum (Sw. ) Mitt, HE660021 AF161130 AF143037 z‘rnI:Fegl rpsd-Buck 33462 (NY)

N EE Myurella julacea (Schwigr.) Schimp. JQ795972 AF472460 AF469821 Schofield 108655 (MO)

Hm N8 Myurella sibirica (Mill. Hal. ) Reimers — JQ795973 JX188016 JQ965251 Schofield & Belland 97712 (UBC)

AN B 8 Myurella tenerrima (Brid. ) Lindb. JQ795974 AF472461 AF469822 Schofield 97975 (DUKE)

it EAR e Plagiothecium neckeroideum Schimp, JQ795981 AF472469 AF469830 Tan s. n. (S;B53502)

B W MR EE Plagiothecium nemorale (Mitt,) A. Jaeger JQT795980 AF472470 AF469831 Hedenis s. n. (S;B42785)

BRHMEE Plagiothecium piliferum (Sw.) Schimp. JQ795984 AFA72471 AF469832 Schofield 109202 (DUKE)

BB EE Pylaisiadel pha tenuirostris (Sull.) Buck AF161146 AF143053 Buck 32500 (NY)

Thelia lescurii Sull. — AF161117 AF143024 —

A P& Thuidium delicatulum (Hedw. ) Schimp. AF176278 AF161132 AF143039 Buck 32594 (NY)

T < ORI 51 A A SEB B3 7 51 HA M GenBank F 803K 74

Note: The sequences in bold were newly generated in this study, the remains were downloaded from GenBank.
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Table 2 Primers for PCR amplification

and sequencing reactions

B R B 514 519751
Region Primer Sequence of primer(5'-3")
BI§SF[1?] GGTGAAGTTTTCGGATCGCG
e B5. §SRLLJ TGCGTTCTTCATCGTTGC
Nuclear ITS
gene B5.8SFL9)  GACTCTCAGCAACGGATA
B26SR[19) AGATTTTCAAGCTGGGCT
ol tCEY CGAAATCGGTAGACGCTACG
3 S N R ATTTGAACTGGTGACACGAG
Chloroplast
gene TS ATGTCCCGTTATCGAGGACCT
TP stz 2] TACCGAGGGTTCGAATC

M- #¢ [ Isopterygium minutirameum (Miill. Hal,)
A. Jaeger |F1ZZ i [Rl M- #£[ 1. tenerum (Sw.) Mitt. ]
DL SCRF R R L — 3 (1PP; 84MLBS;
93MPBS) ; H 5 B 82 Bl 1 S AL 8 [ Heterocladium

x3 BRFINKE.GHGE(p. i A5
NMHHFAHTREFINRESTLER
Table 3 The Bayesian analyses of sequence length (length) ,
parsimony-informative sites (p. i. sites) and optimal

substitution models (Model for Bayes)

R B KIE W20 B DU 07 AR
Region Length/bp p. 1. site Model for Bayes
ITS 0~674 124 HKY+I
rpsi 0~620 45 GTR+G
trnl-F 320~372 34 HKY+G

procurrens (Mitt, ) A. Jaeger |, 8 8% Bl i) Thelia
lescurii Sull. PEER} ) M AP EE [ Thuidium deli-
catulum (Hedw.) Schimp. | DA N 8 #8551 5 5
LI

/NEE TR N /N BB 88 [ Myurella julacea
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Fig. 1

1/93
84

if|——éH‘jZ [A] - Isopterygium minutirameum

ZE it [ - # Isopterygium tenerum

M JE ¢ Fauriella tenuis

M JEEFauriella tenuis

- MLPE B Fauriella tenuis

- MLPEEE Fauriella tenuis

/WKL PEEEFauriella tenerrima

r /NHLPE & Fauriella tenerrima

- /NLPE & Fauriella tenerrima

— /NKLPE BEFauriella tenerrima

1/99
86

106 47 4% Bl Pylaisiadelphaceae

98

PLBLRIE B 28, 4545 TTS 1 ornl-F Lh K rpsd i BOFTERAS 19 50 00 2 40— Bt
DU 37 S 56 2R (PPY AR VE T 3% B 220 (0. 98) L i KA 2 1k X R (MPBS) b i T
LA CT5) iR AR SR R (MLBS) AR T3 F C>75)
The 50% majority consensus tree from Bayesian analysis of the combined datasets

of ITS,trnl-F and rps4 regions

The Bayesian posterior probabilities (left) (>>0.98) and MP bootstrap support (right) (>>75) are labeled above the branches

and the ML bootstrap support (>=>75) are labeled below the branches
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