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Advance in Research of Fruit Tree Metabolomics
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Abstract; Fruit metabolomics is the second in genomics, proteomics after another emerging genomics tech-

nologies. Fruit metabolomics mainly study metabolite changes of the whole fruit or partial, helping to dis-

cover new functional genes and understanding of metabolic networks. Currently fruit metabolomics study

has just started,relatively few studies,this paper describes the main fruit metabolomics research direction,

technical processes and related applications.
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