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Prokaryotic Expression and Polyclonal Antibody

Preparation of Argonaute 2 in Rice (Oryza sativa L. )
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Abstract: To prepare the polyclonal antibody of rice Argonaute 2 (OsAGO2), the coding regions of 165~
401 aa and 440~570 aa of this protein was amplified by RT-PCR in this study,followed by cloned into the
prokaryotic expression vector pET-23d. Afterwards,the recombinant OsAGO2 proteins were expressed and

used as antigen to immune rabbits. The expression pattern of OsAGO2 was detected by Western blot analy-

sis using antibodies prepared. The results demonstrated that two prokaryotic expression vectors were ob-

tained,and the 30 kD and 25 kD of recombinant proteins were expressed successfully. The antibody pre-

pared by 440~570 aa region of OsAGO2 showed higher specificity tested by immunoblotting. Western blot

analysis showed that the OsAGO2 was expressed in tissues of anther, callus and spikelets. This work would

contribute to study the properties and function of OsAGO2 in rice.
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Fig. 2 Gene amplification and prokaryotic expression plasmids schematic presentations

A. Electrophoresis results of OsAGO2 gene fragments: M. DNA marker; 1. OsAGO2-1fragment; 2. OsAGO2-2

fragment; B, C. Schematic presentations of OsAGO2-1(B) and OsAGO2-2(C) prokaryotic expression plasmids
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M. Protein marker; Arrows show the recombinant proteins
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A il — 2 0E5E OsAGO2 FE7K e i i) R ik i
XA U Re2E T LAl .
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