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Advances in Studies on Key Post-modification Enzymes

in Triterpenoid Saponins Biosynthesis

HUANG Zhuangjia, L1U Diqiu,GE Feng” ,CHEN Chaoyin

(Faculty of Life Science and Technology, Kunming University of Science and Technology, Kunming 650500, China)

Abstract; Triterpene saponins are glycosides of cyclic C30 terpenes which consist of triterpenoid sapo-
genins,sugar,and uronic acid. They are major active ingredients of many medicinal plants, with a range of
pharmacological effects. The biosynthesis of triterpene saponins includes the formation of precursors and
skeleton of triterpene saponins,as well as the post-modification that regulates the structure diversity. The
post-modification of triterpene saponins mainly includes the oxidation/hydroxylation and glycosylation of
triterpene skeleton, which are catalyzed by cytochrome P450 monooxygenase and glycosyltransferase, re-
spectively. They are encoded by different supergene family. By means of post-modification, triterpene sapo-
nins can form a variety of monomer saponins in the end. Currently, several key post-modification enzymes
which are relative to triterpene saponins biosynthesis have been identified and confirmed in a few plants,
and a part of candidate genes that most likely involved in the post-modification process have been found.
Studies on key post-modification enzymes in triterpenoid saponins biosynthesis were reviewed in this arti-
cle,which provided a reference for further correlational research and analysis on fine synthesis pathway.
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The post-modification of triterpenoid saponins biosynthesis

DS. Dammarenediol- ]| synthase; LS. Lupeol synthase;a-AS. a-amyrin synthase;3-AS. f-amyrin synthase
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