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Genetic Mapping of the Male-sterile Gene in Grape

JI Chenfei,ZHANG Mingyue, WANG Jiyuan, YU Xiaojuan,]JIA Yue, TAO Jianmin”~

(College of Horticulture, Nanjing Agricultural University,Nanjing 210095)

Abstract: To map the male-sterile gene in grape,we used a ‘WS’ population including 88 individuals derived

from the selfing of *Wink’ (Vitis vini fera 1. ) as materials. The bulked segregate analysis(BSA) technolo-

gy was conducted to screen the polymorphism between the fertile and sterile pools by SSR technologies in

order to locate the gene and carry out bioinformatics analysis. Two SSR markers of VVMD34 and VVIB23

were linked with VoMs1. They located on either sides with genetic distances of 3.5 ¢cM and 1.9 cM,respec-
tively. The physical distance between VVMD34 and VVIB23 is 1 134 kb based on the whole genome se-

quence of grape,and there are 111 candidate genes in this region. These results will benefit fine-mapping of

male-sterile gene and marker-assisted selection(MAS) in grape breeding program.
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Fig. 1 The flower of fertile(A) and sterile(B) individuals
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Fig. 2 The amplification results of VVMD34(A) and VVIB23(B) in fertile and sterile individuals
M. 50 bp DNA marker;P. Wink;1—10. Fertile individuals in ‘WS’ population; 11— 20. Sterile individuals in ‘WS’ population
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Fig.3 The amplification result of VVMD34 in ‘WS’ populations
M. Marker; P. Wink; SL. Individuals in *WS’ population
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Table 1 Primers in the linkage group
a9 44 5 ﬁﬁs’ﬂﬁf%tti : AT $%(PS)T’Eﬁ?ﬂ,EEH%{Q%Q}Z%TEQ%%Q
Prmer  SEEOn g P pemersowe  AHFSOHT WS BEGR o T R bR FLR B B L 20
VUMD3I  3:60:25  22.61 L2ixi0®  [14] 3+ LB A L A TR B e i 14
VVIB23 656023 10,00 7.48X10°5 [14] Bt PR L D i) . AR R AT N & 20 s AL R L gk
FAMSS 15: 48 : 25 3.00 0.22 (167 JH SSR 4y T FRic . 45 4 00 B BEAR 2r IR A o b i
FAM140 14049 25 3.89 0.14 [16] (BSA)  HWREN THIAHEMEAT LN, P £,
VMC5G7 1749 : 22 1.70 0.43 [18] WHE A T4 2 Sk 2 4 SSR A7 id
VVIU20 18+ 48 : 22 1.09 0.58 [14] VVMD34 fil VVIB23 = IET] i zlgﬁﬂ:%ﬂiﬁﬁ E‘J%%%
e e wm b S 1SS BEUR 15 5 A Sl WO » 5 T4 4 ) T 1R
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Table 2 The candidate genes associated with male sterility in grape
S ZEF B E The location of domains E fii 2 H B
Gene I Start %1 End E value The family of domains

GSVIVT01019901012 71 206 7.08E% YTH %% #% YTH super family
GSVIVT01019901034 4 371 3.34E 8 P450 #BYL % # P450 super family
GSVIVT01019901062 19 116 2. 80E 22 P450 #ZL K i P450 super family
GSVIVT01019901076 1 63 1. 09E % MADS # 4t % % MADS super family
GSVIVT01019901128 155 568 3. 11E 107 P450 #B %% K% P450 super family
GSVIVT01019901133 2 129 2. 70E~2 P450 #YL K Wi P450 super family
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