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JrsHSP17. 3 Cloning from Juglans regia and Its Expression Profiles in
Response to Temperature Stresses
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(Laboratory of Walnut Research Center, Walnut Experimental Station, Northwest A&.F University, Yangling, Shaanxi 712100,
China)

Abstract: The full length ¢cDNA of a sHSP17. 3 was identified by analysis of the transcriptome of Juglans
regia ,which was named as JrsHSP17. 3. The ORF of JrsHSP17. 3 is 474 bp in length and encodes a 17. 64
kDa protein with 157 amino acid residues and the theoretical pl of 5. 35. To understand the tissue specific
and temperature responsive expression profiles, we analyzed the transcription levels of JrsHSP17. 3 in
roots,stems and leaves exposed to heat and cold stresses at different time points by quantitative real time
PCR (gRT-PCR). The results showed that JrsHSP17. 3 was expressed more or less in stems,roots and
leaves,and was obviously induced after high (36 C —52 C) and low (16 C —6 ‘C) temperature treat-
ments,among which the highest expression level was 142. 02-fold of control under 12°C for 1 h,suggesting
JrsHSP17. 3 could response to heat and cold temperature stresses. These results will provide a basis for
further understanding the function of JrsHSP17. 3 in cold and heat tolerance.
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Fig. 2 The phyogenetic tree analysis of JrsHSP17. 3 protein
The symbol behind the protein in the brackets were
GeneBank numbers. The numbers on the branches mean
the percentages of times the species are grouped together
in the bootstrap analysis for 1 000 replicates.

PtsHSP17. 7. Populus trichocarpa s VvsHSP17. 3. Vitis vini fera;
CpsHSP17. 7. Carica papaya s MdsHSP17. 3. Malus domestica s
JesHSP17.5 . Jatropha curcas ; ResHSP17. 5 . Rosa hybrid cultivar;
TesHSP17. 6. Theobroma cacao ; VIsHSP17. 9. Vicia faba ;
MssHSP17. 6 . Medicago sativa ; SIsSHSP17. 6. Solanum Lycopersicum s

NtsHSP17. 3. Nicotiana tomentosi formis
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Fig.3 Expression of JrHSP17. 3 exposed to high temperatures for 1 h(A)and 2 h(B)
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