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Research Progress of Mitogen-activated Protein Kinase
Signal Transduction Pathway

JIANG Shengxiu, LI Delu”

(Gansu Psammophyte Engineering Technology Research Center, Mingin Desert Botanical Garden, Mingin, Gansu 733300, Chi-

na)

Abstract: Mitogen-activated protein kinase(MAPK) cascades are highly conserved signaling modules found

in all eukaryotes, including fungi, plants and animals. A MAPK cascade generally consists of three compo-
nents:a MAPKKK (MAPKK kinase), a MAPKK (MAPK kinase) and a MAPK, and they play essential

roles in abiotic stresses, hormones, cell division and plant growth and development. In this article, we out-

lined the compositions,biological functions, inactivation of MAPK cascades, which aimed at providing some

references basis for the research of MAPK- mediated signal transduction mechanisms.
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